5 g (49.5 mmol) of biacethyl monoxime were dissolved in 20 mL of diisopropylic ether with 4.7 mL (5 g, 46.2 mmol) of 2-(2-aminomethyl)pyridine. The mixture was refluxed by one hour and cooled, then filtered and the resulting product washed with ethyl alcohol. Colourless needle crystals were obtained after recrystallization from ethanol at 277 K. Crystals were separated by filtration, washed with ehtyl ether and dried under vacuum (mp 416 K).
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ZOl-HlOI-Nl' = 177° (/ = 1-χ,0.5+>·,0.5-ζ). We can postulate that, in this case, the molecular conformation is driven more by the intermolecular interaction. Whether all the mentioned C-H-X interactions are true hydrogen bonds is difficult to assert because, as pointed out by Cotton et al. [4] , 'the field is getting muddier and muddier as the definition of a hydrogen bond is relaxed'. In any case, we have only take into account those with Η-X distance less than the sum of the van der Waal's radii [5] plus 10% and with an C-H-Ο angle greater than, or very close to 100°. [6] , MolEn [7] , SHELXL-97 [8] PARST95 [9] , ZORTEP [ 10] , WinGX [11] PLATON [12] 
Discussion
The C6-C 10,N2,N3,01 moiety is almost planar (rms deviation of the best least square plane through them being 0.040 Ä) making an angle of 28.39(6)° with the pyridine ring. It is interesting to note that the molecule exhibits two intramolecular short contacts: C10-H10A-Ol (</(H-0) = 2.23 Ä; ZC-H-O = 107°) and C2-H2-N2 (</(H-N) = 1.51 Ä, ZC-H-N = 99°) which are responsible for the particular arrangement of the molecule. In order to study the influence of these short contacts in the molecular conformation a series of Potential Energy Surfaces (PES) calculations were performed (MOPAC7O1 [1, 2] and GAMESS98 [3] ). The geometry optimization calculations, using AMI and 6-31G*, showed that there is a change in the conformation, the N2-C6-C1-N1 torsion angle changes from 156.1(2)° to 180°. This involves the C2-H2-N2 interaction, in fact the H2-N2 distance shortens from 2.51 Ä to 2.48 A. As the molecules are joined through a classical hydrogen bond involving the pyridyl Ν atom and the hydroxyl group: rf(HlOl -Nl') = 1.66 A, 
